q EpiDiP Report for Sample 209555550153 R08C01

Generated on megneuropatlp44 / 20251002_123302

Detected barcode :undetermined

Valid reads : 0

450K overlap CpG count 00

Reference data : AllIDATv2_20210804_HPAP_Sarc

Methylation UMAP plot Methylation UMAP Score

Neighbors in UMAP for 209555550153_R08CO01

Close-up of UMAP for 209555550153_R0O&CO1
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

’_\‘\ color
®  GBM_RTK_

B GBM_RTK_I (67 %)
W GBM_RTE_Il (27 %)

1.3
® GBM_RTK_Il B GEM_NOS (7 %)
1.25 . . » GBM_NOS
- 209555550153_ROBCO1
o -
1.2
: L
= . L]
1.15 \ .
11 .
125 12.6 127

UMAP O

Copy number plot
209555550153_R08CO1

*K|T-e-PDGFRA

.
[ SN e o ‘s
B L e g% e
‘ﬂ," i ‘N & AEE gy
o Q) CEARET R
-0.4 H ég o E &
2 F- Bl i
_0.8_
-1.2 -
T T T T T T T T T T T T T T T T T T T T T T T T
- ] ] T © © ~ © 2 o — o 1) < [re) © ~N © ©® O - o < >
£ = £ = £ = £ = = T T T T T T T T T §©r &gy = <
o =} o [} [=] [5] o o o = < < = = = = = = £ £ £ o o 5]
[=] o o o o o [5] o o o o O ©



	  EpiDiP Report for Sample 209555550153_R08C01

