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Methylation UMAP plot

Close-up of UMAP for 210625920007_R02CO01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs
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Neighbors in UMAP for 210625920007_R02C01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

GEM_RTK_I (47 %)
GBM_NOS (27 %)
GEM_MYCM (13 %)
GEM_RTE_II (7 %)
ANA_PA(T %)

Copy number plot
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