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Methylation UMAP plot

Methylation UMAP Score

Close-up of UMAP for 205800610140_RO&CO1
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

color
13.6 MMNG_INT-A
- ®»  MNG_BEN-3
205800610140_ROBCO1 o  MNG_BEN-2
— 135
o - \‘ & MNG
=3
=
o
13.4
13.3
18.6 18.7 18.8 18.9
UMAP O

Neighbors in UMAP for 205800610140_R08CO01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs
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Copy number plot
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