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Generated on meqgneuropatlp44 / 20230921_153556

Detected barcode :undetermined

Valid reads : 0

450K overlap CpG count 00

Reference data : AllIDATv2_20210804_HPAP_Sarc

Methylation UMAP plot Methylation UMAP Score

Neighbors in UMAP for 207130370136_R06C01

Close-up of UMAP for 207130370136_R06CO01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

W SCHW (87 %)

8.28 color
s SCHW B SWN({13%)
= SWN
8.27
o
3
S 326
8.25

-4.14 -4.13 -4.12 -4.11

UMAP O
Copy number plot
207130370136_R06C01
1.2
0.8
§|
0.4 < x
£ B 5. £ B : s 2
P A T W D AP JReT TRt SCI . -Gt R B e A e ] i |t
ik S8 f&m,—‘.&‘&%“m »ﬁw\-e:,:%;.’.;-a v 8%, B Sh i AR e et C«E;.:&;-c.e:a.!‘.r;u.'-~rfum
0.0 i < I . = e
} WS PV .
33 ek 3 7k MR R Ll ]
wE R S;@ ghe
. ¢ oW
-04 - .
-0.8
-1.2

chr2 —
chr3
chr4 —
chr5
chré o
chr7 o
chr8 —
chr9
chr10 o
chri1
chri2 o
chr13 o
chr14 o
chr15 o
chr16 o
chr17 o
chr18 —
chr19
chr20
chr21
chr22
chrX —
chrY

chri



	  EpiDiP Report for Sample 207130370136_R06C01

