q EpiDiP Report for Sample 207130380035_R08C01

Generated on : meqgneuropatlp44 / 20230907_184503
Detected barcode :undetermined

Valid reads 0

450K overlap CpG count 00

Reference data : AllIDATv2_20210804_HPAP_Sarc

Methylation UMAP plot

Close-up of UMAP for 207130380035_R0O&CO01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

Methylation UMAP Score

Neighbors in UMAP for 207130380035_R08C01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

B MNG_BEN-2 (80 %)

13,72 color
®  MNG_INT-A B MNG(13%)
s  MMNG_BEN-2 B MNG_INT-A(7 %)
s MNG
_ 18.7
o
<<
=
=2
18.68
18.66
10.84 10.86 10.88
UMAP O
Copy number plot
207130380035_R08C01
0.8
Ly
8
*7 = 5 e g L3
< Z o Iy NS < s ¥ b - o e
. 9 o] s o - E X . s a Nk
T~ 05 £ Lol B D, t M PRSI X 8. ,.,}..lﬁ« o 0 g De 21| 4 .fg £e ",?z 5. E §0e3 m
. . - . . A . i) . . -
. e . é O s . o~ = -
£t 1] TR, P S bt a W RN A N O n e T S E Y e g"' * e
= B ) X e N . | e
- >3 g % s . g E 8 2 e
~0.4 o i
~0.8 | I
12
T T T T T T T T T T T T T T T T T T T T T T T T
= g L b 2 g ¥ 2 2 g § ¢ g2 ¥ ®° e r==2°95% ¥ %
£ 5 5 5§ 5 5 8§ 5 5 5 5 5 } 3 5 533553385 %5 S



	  EpiDiP Report for Sample 207130380035_R08C01

