@;@ EpiDiP Report for Sample 208166650088_R02C01

Generated on : meqgneuropatlp44 / 20240425_121427
Detected barcode :undetermined

Valid reads 0

450K overlap CpG count 00

Reference data : AllIDATv2_20210804_HPAP_Sarc

Methylation UMAP plot Methylation UMAP Score

Neighbors in UMAP for 208166650088_R02C01

Close-up of UMAP for 208166650088_R02CO01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

color B EMBCA_T(67 %)
AML B MATTER_T (13 %)
® EMBCAT B YST_T(13%)
®  MATTERT
208166650088_ROZCO1 - W AML(7%)
- ® YSTT
o
% \
=
o
UMAP O
Copy number plot
208166650088_R02C01
1.2
0.8
0.4 - o
! <
.o

S, e 2 e o 1L .
Raok 29 £00:2%a000 8 od B 2503 oi fagl 0ct 2 0p 20 e BB o 32y 0% AT,
.

-yuﬂim

(2]
— X oo o .
w | P . o 0% == di e o fon e, $1%
St S0 PR O I P R XL T P [ W= AR T, AR &hl
. .
. ]

-0.8 -

-12 4

chri
chr2 —
chr3
chr4 —
chr5
chré o
chr7 o
chr8 —
chr9
chr10 o
chri1
chr12 +
chr13 o
chr14 o
chr15 o
chr16 o
chr17 o
chr18 —
chr19
chr20
chr21
chr22
chrX —
chry {1



	  EpiDiP Report for Sample 208166650088_R02C01

