@;@ EpiDiP Report for Sample 209443890012_R02C01

Generated on : meqgneuropatlp44 / 20250613_131400
Detected barcode :undetermined

Valid reads 0

450K overlap CpG count 00

Reference data : AllIDATv2_20210804_HPAP_Sarc

Methylation UMAP plot

Close-up of UMAP for 209443890012_R02CO01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

Methylation UMAP Score

Neighbors in UMAP for 209443890012_R02C01
reference: AllIDATVZ_20210804_HPAP_Sarc.xlsx (19967 cases), 0 CpGs

W GEM_RTK_Il (73 %)

-3.6 color
/ ®  GBM_RTK_I B GBM_MES (20 %)
-3.65 ®  GBM_NOS B GBM_NOS (7 %)
. & GBM_MES
_ 3.7 #209443890012_R0O2CO1
: ..
=
5 -375) .
. [ ]
-3.8 L]
-3.85 ‘
124 12.5 12.6
UMAP O
Copy number plot
209443890012_R02C01
[]
1.2 3
E.
(0]
w
0.8
0.4 : | é i <~
i - o 5 L a -
zZ:I"' S § 3 cihs ;%:3}“
0.0 +—. putiad et g e B L) e e e
& z A b IS . e o
S B e R 3 ",‘é B N
LB 8§ = EE & -
-0.4 4 z. o
_0.8_
o
g
[=]
-1.2 [}
.
T T T T T T T T T T T T T T T T T T T T T T T T
T g 2 b 2 e 0z 2 2 g2 ¢ ¢ e = o e~ 22ggy X %



	  EpiDiP Report for Sample 209443890012_R02C01

